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}  De novo assembly of RNA-seq data 
◦  SOAPdenovo-Trans (CLI) 
◦  Oases (CLI) 
◦  Trinity (Galaxy and CLI) 
◦  Trans-Abyss 

}  Different from genomic de novo assembler 
◦  Needs to expect coverage differences 
 

RNA-­‐‑Seq	
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}  Reference based 
◦  TopHat 
�  Align reads to reference genome 
�  Discover transcript splice sites 
◦  Cufflinks 
�  Assemble transcript models 
�  Compare different datasets to identify diffenetial 

expression 

RNA-­‐‑seq	
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Trapnell  et  al.,  2012	

Nature Protocols 7:562-578 
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}  Bowtie 
}  TopHat (uses Bowtie) 
}  Cufflinks 
◦  Cuffcompare 
◦  Cuffmerge 
◦  Cuffdiff 

}  CummeRbund 

The  Tuxedo  Suite	
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Trapnell  et  al.  Protocol	
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Trapnell  et  al.  Protocol  cont.	
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Map  reads  spanning  introns	
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Isoforms	
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cummeRbund	


csScatter(isoforms(cuff_data), 'q1', 'q2') 

CummeRbund is an R 
package, facilitating 
visual interpretation of 
Cufflinks analyses 
 
library(cummeRbund) 
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cummeRbund	


csVolcano(genes(cuff_data), 'q1', 'q2') 



12/4/12	
  

3	
  

www.it.ufl.edu 

}  Improved accuracy in isoform frequencies 
}  Takes TopHat output (or other SAM file) 

 

Miso	
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Sashimi 
plot 
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}  Mondays 11:00-noon 
}  Starts January 14th 
}  Session topics needed 

UF  HPC  Training:  Spring  2013	
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}  Help and Support 
◦  Help Request Tickets 
�  https://support.hpc.ufl.edu 
�  For any kind of question or help requests 
�  Searchable database of solutions 
◦  We are here to help! 
�  support@hpc.ufl.edu  
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}  Help and Support (Continued) 
◦  http://wiki.hpc.ufl.edu  
�  Documents on hardware and software resources 
�  Various user guides 
�  Many sample submission scripts 
◦  http://hpc.ufl.edu/support 
�  Frequently Asked Questions 
�  Account set up and maintenance  
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